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Research advance on the interaction of pharmaceutical molecules with target pro-
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[Abstract] The function of drugs is based on the interaction between drug molecules and their targets. Qualitative analysis
and quantitative detection of drug-target interactions run through the whole process from drug discovery to clinical prac-
tice. After decades of development, the study methods on the interaction between drug molecules and target proteins have been
transformed from traditional biochemical experiments to a diversity of efficient and accurate technology systems supported by
advanced molecular biology and biophysics theory. In this review, representative methods and techniques were introduced from
aspects of target discovery and validation, affinity determination, interaction sites and structural analysis, which might provide
some references for drug discovery and mechanism exploration.
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